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Abstract: Advanced maternal age is associated with adverse pregnancy outcomes and the decline
of female fertility in mammals. A potential reason for reduced fertility is metabolic changes due to
protein modifications by advanced glycation end products. To elucidate the aging process in female
reproduction, we analysed a key enzyme for detoxification of reactive dicarbonyls, the glyoxalase 1
(GLO1), in reproductive organs and blastocysts of young and old rabbits at the preimplantation stage.
At day 6 post coitum, uterine, oviductal, ovarian tissue and blastocysts from young (16–20 weeks) and
old rabbits (>108 weeks) were characterised for GLO1 expression. GLO1 amounts, enzymatic activity
and localisation were quantified by qPCR, Simple Western, activity assay and immunohistochemistry.
The GLO1 enzyme was present and active in all reproductive tract organs in a cell-type-specific pattern.
Ovarian follicle and uterine epithelial cells expressed GLO1 to a high extent. In tertiary follicles,
GLO1 expression increased, whereas it decreased in the endometrium of old rabbits at day 6 of
pregnancy. In blastocysts of old animals, GLO1 expression remained unchanged. In early pregnancy,
advanced maternal age leads to modified GLO1 expression in ovarian follicles and the endometrium,
indicating an altered metabolic stress response at the preimplantation stage in older females.
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1. Introduction

Over the past three decades there has been a pronounced increase in the number of births by
older women, especially in their late 30s and 40s, in many high-income countries [1–3]. The mean
age of women at birth of their first child has gradually increased from 27.0 in 1987 to 29.3 in 2018
in the European Union [4]. Women are evidently delaying childbearing. However, advanced
maternal age can have detrimental effects on fertility and pregnancy outcome. It is well known that
the developmental potential of oocytes declines with increasing age, referred to as ovarian aging.
This phenomenon is characteristic not only for humans, but for all mammals [5–7]. Advanced maternal
age is associated with a range of adverse pregnancy outcomes, including low birth weight, preterm birth
and stillbirth [8–11]. It has been proposed that during the reproductive lifespan, ovarian follicles and
reproductive tissues become exposed to factors that accumulate irreversibly, leading to an age-related
decline of fertility [12,13].

Accumulation of harmful compounds such as advanced glycation end products (AGEs) is strongly
associated with aging [14]. Furthermore, higher AGE levels correlate with aging-related diseases;
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for example with diabetes, cancer and neurodegenerative diseases [15,16]. A major precursor of AGEs
is the α-oxoaldehyde methylglyoxal (MG), a dicarbonyl, which is physiologically formed during
glycolysis, and to a lesser extent in cellular lipid and amino acid metabolism [17,18]. Dicarbonyl species
are highly reactive, promoting posttranslational modifications of proteins, lipids and nucleic acids [19]
and thus interfering with physiological functions of these molecules. MG reacts with arginine residuals
to form argpyrimidine [20].

In physiological systems, defence against dicarbonyl glycation and particularly detoxification
of MG mainly occurs via the glyoxalase system [21,22]. The glyoxalase system limits carbonyl stress
toxicity [23]. It consists of two enzymes: the important rate-limiting glyoxalase 1 (GLO1) and glyoxalase
2 (GLO2, also known as hydroxyacyl glutathione hydrolase, HAGH) [24]. GLO1, the main component
of the MG elimination system, is significantly decreased and associated with increased MG-AGEs in
ovaries from mice with an advanced reproductive age in comparison to their young control group [25].
Moreover, studies have shown that AGEs are closely associated with female infertility and that AGE
accumulation promotes ovarian oxidative stress and steroid hormone production, in consequence
leading to ovarian dysfunction [26].

The reproductive dysfunction associated with aging has been so far characterised in terms of
reduction of ovarian follicles and oocyte quality, as well as pregnancy complications (reviewed by
Sauer [27]). While the extent of literature in this area is profound, there is currently limited knowledge
on the molecular pathways leading to the impact that advanced maternal age has on the developmental
competences of oocytes and embryos. We have recently shown that AGEs are present in ovarian
tissues and embryos in rabbits [28]. Furthermore, the GLO1 enzyme is active in rabbit blastocysts as
early as during preimplantation. The GLO1 amount decreases under pathophysiological conditions of
maternal diabetes mellitus in embryos [29].

In the current study, we investigated the impact of maternal age on GLO1 expression and
localisation in female reproductive organs and embryos at the preimplantation stage. For this purpose,
we quantified GLO1 amounts and enzymatic activity of reproductive young (16–20 weeks) and old
(over 108 weeks) rabbits in the uterus, oviduct and ovary, as well as in blastocysts on day 6 of pregnancy.

2. Materials and Methods

2.1. Animal Treatment and Recovery of Reproductive Tissues and Preimplantation Embryos

All animal experiments were performed in accordance with the principles of laboratory animal care
and the experimental protocol had been approved by the local ethics committee (Landesverwaltungsamt
Dessau; reference number: 42502-2-812).

To investigate whether the glyoxalase system changes with maternal age in reproductive organs
during the preimplantation stage, we examined the ovaries, oviduct and uterus of rabbits on day 6 of
pregnancy. At least nine young rabbits (16–20 weeks), equivalent to young fertile women, and 13 old
rabbits (108–172 weeks), equivalent to 40-years-old women, were analysed for GLO1 expression,
activity and localisation. Sexually mature rabbits (New Zealand White, hybrid strain Zika, acquired
from Dr. Zimmermann GbR, Germany) were maintained under species-appropriate conditions for four
weeks before mating. Female rabbits were mated with two fertile bucks. No hormonal stimulation
was used. On day 6 post coitum (p.c.), rabbits were sacrificed using a lethal dose of pentobarbital and
reproductive tissues, such as ovary, oviduct and uterus, were collected.

Ovarian, oviductal and uterine tissue sections were prepared and stored at −80 ◦C until usage for
RNA and protein isolation or in bouin® fixation solution (Sigma Aldrich, Taufkirchen, Germany) for
immunohistochemistry. Uterine endometrium was abraded mechanically from the myometrium and
stored at −80 ◦C before RNA and protein isolation.

Six-day-old blastocysts were flushed from the uterus, washed three times with PBS and
characterised morphologically. On day 6 p.c., gastrulation stage of blastocysts was determined
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under the stereomicroscope according to morphological characteristics of the embryonic disc which is
summarised by Fischer et al. [30].

Blastocysts at the pre-gastrulating stage 0 with no apparent axial differentiation in the embryonic
disc were used for analysis. Embryonic coverings were mechanically removed under a stereomicroscope.
Blastocysts were stored at −80 ◦C until use for RNA and protein isolation.

2.2. RNA Isolation and cDNA Synthesis of Reproductive Tissues

Total RNA extraction from ovary, oviduct and endometrium tissue was performed using TRI
Reagent® (Sigma-Aldrich, Taufkirchen, Germany) according to described protocol [31]. The amount
of total RNA was measured spectrophotometrically at 260 nm. To check RNA quality, 260/280 ratio
was calculated. Seven µg of isolated mRNA were treated with 4 U DNase-freeTM Kit (Invitrogen,
Darmstadt, Germany) for 30 min at 37 ◦C. As a control for remaining DNA contamination, 1 µg RNA
was PCR amplified without reverse transcription reaction.

One µg of DNA-free RNA was transcribed into cDNA using 200 U reverse transcriptase (RevertAid
H Minus RT, Thermo Scientific, USA) and random primer (p(dN)6, Roche, Basel, Switzerland) at 42 ◦C
for 1 h, followed by incubation at 70 ◦C for 10 min.

2.3. RNA Isolation and cDNA Synthesis of Single Blastocysts

Messenger RNA (mRNA) of single blastocysts was extracted with Dynabeads® Oligo (dT)25
(Invitrogen, Darmstadt, Germany). Blastocysts were lysed in 20 µl lysis buffer (100 mM Tris/HCl pH 7.5,
500 mM LiCl, 10 mM EDTA pH 8, 0.1% SDS). Blastocyst lysate was hybridised with 5 µL Dynabeads
for 5 min and separated by magnetic adhesion for 2 min. The supernatant was removed and the pellet
was washed as described in Tonack et al. [32]. Isolated mRNA was resolved in 11 µL DEPC and total
mRNA amount was used for cDNA synthesis. Water was added for a final cDNA reaction volume of
100 µL.

2.4. Measurement of mRNA Levels by Quantitative PCR

For GLO1 the amplification and quantification forward (5′-ACCCCAGCACCAAGGATTTT-3′)
and reverse primer (5′-GTGCCCCAATTGTGTGTCAG-3′) were designed based on the rabbit GLO1
gene sequence (Gene ID: 100,354,439 NCBI, accession number: XM_002714686) by Primer-BLAST.
PCR products were sequenced and checked for specificity as described previously by Seeling et al. [29].

Quantitative PCR (qPCR) analyses were performed in duplicates using the Quant Studio 3™
Real Time System (ThermoFisher, Schwerte, Germany) with no template controls for each primer set.
QPCR runs were performed on 3 µL cDNA with 17 µL MasterMix (PowerTrack™ SYBR Green Master
Mix, ThermoFisher, Schwerte, Germany). Vinculin was simultaneously quantified as the endogenous
control. The target gene expression was normalised to that of vinculin in each sample. Forward
(5′-CCGTGAGGCTGGTTACGC-3′) and reverse primer (5′-CGGGCAACAGAGAACTAGGAA-3′)
were designed based on the rabbit vinculin gene sequence (Gene ID: 100,357,160 NCBI, accession
number: XM_002718406.3). For quantification, GLO1 and vinculin calibration curves were included
from serial dilutions (107–103 copies) of gene specific DNA plasmid standards. Quantification of
mRNA amount was calculated using a comparative method (∆∆CT). The threshold cycle (CT) for each
gene was normalized to vinculin (house-keeping gene) and expressed as relative to the mean of the
young control group.

2.5. Protein Preparation and Immunoblotting

Embryonic proteins and tissue samples were isolated as previously described [33,34]. Tissues
were homogenized in 500 µL of cold radio immunoprecipitation assay (RIPA) buffer with protease and
phosphatase inhibitor (Roche, Basel, Switzerland). In one embryonic protein sample, 5–13 blastocysts
were pooled. For analysis 4 samples from young and 6 from old rabbits were used.
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The Simple Western™method was used for GLO1 protein analysis and carried out in accordance
to the manufacturer’s instructions. This method enables automated size-based separation of protein
samples with subsequent immunoblotting within provided capillaries. In an initial step, the extracted
denatured protein samples (0.4µg/µL tissues and 0.6µg/µL blastocysts), primary antibodies, horseradish
peroxidase (HRP) conjugated secondary antibodies, and the detection-mix were dispensed on a 384-well
microplate. An overview of the used antibodies is shown in Table 1. A detailed description of the
assay plate design and method is provided in the supplemental (Figures S1 and S2). For peak
identification, electropherograms were used, which can be digitally converted into traditionally looking
blots (Figure S3). Blots of Simple Western data are provided in the supplemental (Figures S5–S8).
Compass software was used to process and analyse all data results. The protein amount was calculated
as the ratio of area under the curve (GLO1 protein vs. vinculin) in the same run to correct for differences
in protein loading.

Table 1. List of primary and secondary antibodies used for the Simple Western™method.

Antigen Name of Antibody Manufacturer/Company
Catalogue NO. Type Dilution

GLO1 GLO1 (D-5) santa cruz, sc-133214 MM 1:50

Vinculin Vinculin (7F9) santa cruz, sc-73614 MM 1:300

Mouse IgG
Peroxidase-conjugated

AffiniPure Donkey
anti-mouse IgG (H + L)

Jackson ImmunoResearch,
715-035-150 DP 1:300

Mouse IgG Secondary HRP Conjugate
Goat anti-mouse IgG (H + L)

ProteinSimple,
042-205 MP undiluted

MM: mouse monoclonal; DP: donkey polyclonal, MP: mouse polyclonal.

2.6. GLO1 Enzymatic Assay

The activity of GLO1 was measured spectrophotometrically in accordance with Bélanger et al. [35].
A total amount of 10 µg isolated protein per sample were loaded onto an UV microplate (Corning Inc.,
Corning, NY, USA) and 200 µL of reaction mix was added, as previously described in Seeling et al. [29].
The change in absorbance (∆E) at 240 nm was measured every minute for one hour at 37 ◦C, to allow the
reaction to reach saturation. GLO1 activity was calculated using ∆E in the linear range after correction
for blank: A = (Vtotal × ∆E)/(Vsample × εhemithioacetal × d), with ∆ε240 = 2.86 mM−1

·cm−1 [36]. Specific
GLO1 activity was calculated as a ratio of relative GLO1 activity and GLO1 protein amount within the
same sample.

2.7. Immunohistochemical Localisation of GLO1 and Argpyrimidine in the Reproductive Tract Organs

Ovarian, oviductal and uterine tissues were prepared as described in Haucke et al. [28].
Endogenous peroxidases were inhibited by incubating the slides with 3% H2O2 in Methanol for
25 min. After blocking with 10% goat serum for one hour, the slides were incubated with mouse
monoclonal antibody against GLO1 (1:200, #133214, Santa Cruz, Santa Cruz, CA, USA) or argpyrimidine
(1:100, Biologo, Kiel, Germany) diluted in 1% (wt/vol) BSA/PBS at 4 ◦C overnight. For detection,
the secondary antibody Dako EnVision + System-HRP labelled Polymer anti-mouse (1:1 in PBS; Dako,
Jena, Germany) and diaminobenzidine (DAB; WAK-Chemie Medikal, Steinbach, Germany) were
used. As negative control, the control reaction of the HRP-conjugated secondary goat anti-mouse
IgG without the primary antibody was used. The DAB reaction was stopped after 4–6 min. Nuclei
were counterstained blue with haematoxylin for 5 min. All steps were performed within the same
experiment, examined microscopically during the same session, using an identical microscope (Leica
DMi8, Wetzlar, Germany) and camera settings. Description of immunohistochemical evaluation is
provided in the supplemental (Figure S4). The software Leica Application Suite X was used for image
acquisition and editing.
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2.8. Statistics

Statistical analysis was performed using OriginPro 2019 software (OriginLab Corporation,
Northampton, MA, USA). Student’s t-test or one-way ANOVA was used after proving normal
distribution. Mann–Whitney U test was used, if normal distribution could not be proven. For results
displayed as box plots, the white squares show the mean values. Median values are represented by
a black line. The upper/lower whisker represents Q1/Q3 ± 1.5 x interquartile range. Results shown
by bar chart are expressed as mean value ± standard error of the mean (mean ± SEM). Levels of
significance are labelled as follows: * p < 0.05, ** p < 0.01. (n) represents the number of samples used
for the measurement per group, (N) the number of animal experiments from which embryonic samples
were recovered.

3. Results

3.1. Expression and Activity of GLO1 in the Ovary of Young and Old Rabbits on Day 6 of Pregnancy

In ovary samples from young and old rabbits, comparable amounts of GLO1 transcripts,
GLO1 protein and GLO1 activity were measured (Figure 1).
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Figure 1. Quantification of GLO1 mRNA, protein and enzymatic activity in the ovary of young and old
rabbits at day 6 p.c. (A) GLO1 mRNA levels were quantified by qPCR. (B) GLO1 protein was measured
by the Simple Western method. Both mRNA and protein amount were normalised to the levels of
vinculin. (C) Enzymatic GLO1 activity was measured spectrophotometrically in 10 µg ovarian protein
lysate. Specific GLO1 activity was calculated relative to GLO1 protein amount within the same sample.
Results are shown as box plots. All values are expressed in per cent, with young rabbits = 100% (n ≥ 9).

Immunohistochemical staining of the ovary revealed that in young and old rabbits GLO1 was
exclusively localised in the cytosol and nucleoplasm, showing a dominant staining in follicles in the
oocyte and the surrounding follicular epithelium, as well as the germinal epithelium (Figure 2A).
During follicle maturation, the follicular cells differentiate to become several layers of granulosa cells,
which showed the most prominent GLO1 staining. Ovarian stromal cells and the theca folliculi showed
weaker staining. In the ovaries of old rabbits, tertiary follicles were more intensively stained than
those of young ones (Figure 2C), indicating an increased expression of GLO1 at this follicle stage in
old animals.
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Figure 2. Immunohistochemical analysis of GLO1 (A) and argpyrimidine (B) in the ovary of young and
old rabbits. GLO1 and argpyrimidine were visualised through a peroxidase–diaminobenzidine reaction
(brown colour). Nuclei were stained with haematoxylin (blue colour). Oo = Oocyte. Th = Theca
folliculi. St = Stromal cells. Fe = Follicular epithelium. → = Germinal epithelium. N = Granulosa cells.
* = Corpus luteum. (C) GLO1 and argpyrimidine staining intensities were evaluated independently
and blindly by at least two researchers. Staining was graded using a scale from 0 (none) to 5 (very
strong). The diagram depicts the staining intensity by follicle stage, calculated as average of oocyte,
follicular epithelium/granulosa cell and theca folliculi grading. Relative intensities are expressed as
mean ± SEM in per cent, with young rabbits = 100% (n = 6; * p =0.012).



Appl. Sci. 2020, 10, 7732 7 of 14

The AGE argpyrimidine was colocalised in ovarian sections from young and old rabbits (Figure 2B).
For argpyrimidine, immunohistochemical analysis revealed a cytosolic as well as a nucleoplasmatic
localisation, particularly in stromal cells, corpus luteum and theca folliculi. Staining patterns were
similar to those of GLO1, with the strongest signal being observed in the follicles. Comparing
argpyrimidine staining to that of GLO1 at the tertiary stage, a more distinct staining was found in
the theca folliculi, while granulosa cell staining was reduced. At all follicle stages, no differences in
argpyrimidine distribution between young and old rabbits were observed (Figure 2C).

3.2. Expression and Activity of GLO1 in the Oviduct of Young and Old Rabbits on Day 6 of Pregnancy

In mammals, fertilisation takes place in the oviduct. Local changes in reactive dicarbonyls may
have a long-term impact on the developing embryo. As an indicator for possible changes, we analysed
the expression of GLO1 in the oviduct. GLO1 expression and activity were not altered in the oviduct of
old rabbits (Figure 3A–C).Appl. Sci. 2020, 10, x FOR PEER REVIEW 8 of 15 
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Figure 3. Quantification of GLO1 mRNA, protein and enzymatic activity in the oviduct of young and
old rabbits at day 6 p.c. (A) GLO1 mRNA levels were analysed by qPCR. (B) GLO1 protein analysis was
carried out by Simple Western method. Vinculin was used for normalization to calculate relative mRNA
and protein amounts. (C) Enzymatic GLO1 activity was measured spectrophotometrically in 10 µg
oviductal protein. Specific GLO1 activity was calculated relatively to GLO1 protein amount within the
same sample. Results are shown as box plots. All values are expressed in per cent, with young = 100%
(n ≥ 9). (D) Immunohistochemical analysis of GLO1 and argpyrimidine in cross-sections through the
oviduct. M = Muscularis. * = Mucosa layer with (ciliated) columnar epithelium (E).
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We further analysed the localisation of GLO1 and the AGE argpyrimidine in the oviduct of young
and old rabbits (Figure 3D). GLO1 was localised in the cytosol and nucleoplasm. An intense staining
was revealed in the oviductal epithelium with secretory and ciliated cells, as well as the muscularis
layer. Furthermore, smooth muscle cells from vessels were stained positive for GLO1. In oviducts
of young and old rabbits, no differences in GLO1 staining, neither in localisation nor in intensity,
were observed. Argpyrimidine showed a cytosolic as well as a nucleoplasmatic localisation, particularly
in the oviductal epithelium and the muscularis layer. Staining patterns were similar to those of GLO1.
No differences in argpyrimidine localisation between young and old rabbits were observed.

3.3. Expression and Activity of GLO1 in the Uterus of Young and Old Rabbits on Day 6 of Pregnancy

The uterus, especially the endometrium, are crucial organs for embryo implantation and the
establishment of a successful pregnancy. We analysed the GLO1 expression and activity in the pregnant
uterus at day 6 p.c. In the endometrium of old rabbits, we observed significant lower GLO1 mRNA
and protein levels (Figure 4A,B), whereas the specific GLO1 activity was not altered (Figure 4C).

In the uterus, GLO1 was localised in the myometrium, as well as in the glands and epithelium
of the endometrium. The stroma of the endometrium was weakly stained. No differences in
GLO1 localisation and staining intensity were observed between young and old rabbits (Figure 4D).
The GLO1 protein decrease detected by qPCR and Simple Western (Figure 4A,B) was not evident in
immunohistochemical sections.

For the AGE argpyrimidine, immunohistochemical analysis showed a cytosolic as well as a
nucleoplasmatic localisation, particularly in the myometrium, glands and epithelium. In contrast to
GLO1, argpyrimidine was also localised in stromal cells. Comparing the staining pattern to that of
GLO1, the argpyrimidine staining showed more variety across the endometrium, with a very intense
staining in some distinct endometrial cells. In the endometrium of old rabbits, more of these intensively
stained endometrial cells were detected than in young rabbits (Figure 4D), indicating an increased
accumulation of argpyrimidine in the endometrium of old animals.



Appl. Sci. 2020, 10, 7732 9 of 14
Appl. Sci. 2020, 10, x FOR PEER REVIEW 10 of 15 

 
Figure 4. Quantification of GLO1 mRNA, protein and enzymatic activity in the endometrium of 
young and old rabbits at day 6 p.c. (A) GLO1 mRNA levels were quantified by qPCR. The Mann–
Whitney U test was used for statistical analysis (* p = 0.033). (B) GLO1 protein analysis was carried 
out by the Simple Western method. Relative mRNA and protein amount are normalised to the levels 

young old
0

50

100

150

200

G
LO

1 
m

R
N

A
 a

m
ou

nt
 [%

] *

young old
0

50

100

150

200

G
LO

1 
pr

ot
ei

n 
am

ou
nt

 [%
]

*

young old
0

50

100

150

200

sp
ec

ifi
c 

G
LO

1 
ac

tiv
ity

 [%
]

Figure 4. Quantification of GLO1 mRNA, protein and enzymatic activity in the endometrium of young
and old rabbits at day 6 p.c. (A) GLO1 mRNA levels were quantified by qPCR. The Mann–Whitney U
test was used for statistical analysis (* p = 0.033). (B) GLO1 protein analysis was carried out by the
Simple Western method. Relative mRNA and protein amount are normalised to the levels of vinculin
(* p = 0.038). (C) Enzymatic GLO1 activity was measured spectrophotometrically in 10 µg endometrial
protein. Specific GLO1 activity was calculated relatively to GLO1 protein amount within the same
sample. Results are shown as box plots. All values are expressed in per cent, with young = 100%
(n ≥ 9). (D) Immunohistochemical detection of GLO1 and argpyrimidine in cross-sections through the
uterine wall. M = Myometrium. En = Endometrium.
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3.4. mRNA and Protein Amount of GLO1 in Blastocysts of Young and Old Rabbits on Day 6 of Pregnancy

In blastocysts from old rabbits, GLO1 mRNA amount was not altered (Figure 5A). On protein level,
the mean value of the GLO1 quantity was higher in embryos from old animals; however, the difference
did not reach statistical significance (Figure 5B).
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Figure 5. Quantification of GLO1 mRNA and protein amount in 6-day old blastocysts from young and
old rabbits. (A) GLO1 mRNA levels were quantified by qPCR. (N = 2, n ≥ 11) (B) For GLO1 protein
analysis by the Simple Western method pooled embryonic samples with 5–13 blastocysts were used
(N = 2, n ≥ 4). Results are shown as box plots. Relative mRNA and protein amount are normalised to
the levels of vinculin. All values are expressed in per cent, with young = 100%.

4. Discussion

The postponement of childbearing to the fourth decade of life has made reproductive aging a
central topic that entails negative consequences for individual fertility and pregnancy outcome but
also for society. Reproductive organs are exposed to metabolites that irreversibly accumulate during
the reproductive lifespan, including compounds such as AGEs [25]. The main precursors of AGEs are
reactive dicarbonyls, such as MG.MG, which is a ubiquitous reactive dicarbonyl that is eliminated
by the glyoxalase system [18,21]. However, some reactive dicarbonyls can escape detoxification and
react to form stable AGEs. The accumulation of reactive dicarbonyl compounds can be caused by
decreased elimination or increased formation. In the current study, we focused on the key enzyme of
the detoxification system, GLO1, in reproductive tissues and embryos of old and young rabbits.

GLO1 represents the frontline defence against dicarbonyl glycation in physiological systems,
limiting dicarbonyl stress [21,22]. We could show that GLO1 is expressed in the ovary, oviduct, uterus
and blastocyst of rabbits. We observed lower levels of GLO1 in the endometrium of old rabbits whilst
the specific GLO1 activity remained the same, implicating an absolute decrease of GLO1 activity in
this tissue. In the ovary of polycystic ovary syndrome (PCOS) rats, AGEs lead to reduced GLO1 [37].
In the immunohistochemical analysis of the uterus we observed an increased accumulation of the AGE
argpyrimidine in endometrial cells of old rabbits. The decreased amount of GLO1 in the endometrium
may be caused by higher AGE levels in the uterine environment of old rabbits. Our findings indicate
an impaired AGE defence and higher exposure to dicarbonyl stress in endometrial cells—the cell layer
that directly forms and interacts with the surrounding milieu of the developing blastocyst.

The importance of GLO1 has been shown in several knock down studies. The lack of GLO1 in
cell culture and animal models results in increased levels of free MG and MG-derived AGEs [38,39].
GLO1 activity is inversely correlated to elevated levels of AGEs and androgen levels, in consequence
leading to hormonal imbalance [37]. Hormonal imbalance can impair fertility and pregnancy
establishment, as observed in women with advanced maternal age [40]. Lower levels of GLO1
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in the endometrium may indicate higher AGE levels and oxidative stress in the uterine cavity fluid,
the surrounding milieu of the developing embryo. We have shown already that AGEs such as
argpyrimidine, CML and pentosidine are present in rabbit blastocysts [28]. Further research is needed
to analyse whether oxidative stress and the levels of AGEs are increased in the blastocysts of old rabbits.

In humans, AGE-modified proteins were detected in follicular cell layers, granulosa and theca cells
and in luteinised cells, with a more prominent staining in granulosa cells of women with PCOS [41].
In PCOS patients, AGEs are able to modulate extracellular matrix organisation, leading to deregulation
of folliculogenesis [42]. Increased MG and AGE levels, paired with a lower GLO1 expression, resulted
in ovarian proteome damage in the mouse model [25]. Accumulation of AGEs in the ovary may,
therefore, be one reason for the impaired folliculogenesis in women with an advanced maternal age [43].
A possible correlation between AGEs and follicle aging was first described by an observational study.
They could show that the AGE pentosidine was increased in the primordial, primary and atretic
follicles of postmenopausal women [44]. In rabbit ovaries, we observed that the AGE argpyrimidine
accumulates in follicular cells, especially in granulosa cells. The coincidence of argpyrimidine and
GLO1 indicates a high metabolic stress level in these specific cells. As mentioned above, in human ovary
AGEs accumulate in follicles with an advanced maternal age. Changes of GLO1 in the reproductive
organs and a possible interaction with AGEs are likely in humans as well. However, the rabbit
reproductive model only reflects human development during blastocyst formation. Accordingly,
results are limited to the developmental stages investigated. Another limitation of the current study is
its sole focus on the anti-glycation enzyme GLO1. Other anti-glycation enzymes, such as aldehyde
dehydrogenase or aldose reductase, could be investigated in further studies.

In this observational study GLO1 expression and AGE levels were described and quantified.
The functional relationships and regulations between increased AGEs and decreased GLO1 amounts
were not investigated. A recently published study could show that SIRT1 participates in modulation of
MG scavenging in mouse oocytes by promoting the expression of GLO1, SOD2 and catalase to avoid
ovarian AGE accumulation [45]. These antioxidant enzymes play a role in the defence system of the
ovary [46] and uterus [47] and could give further understanding of GLO1–AGE interactions in the
aged endometrium.

5. Conclusions

In rabbits, an advanced maternal age reduces GLO1 expression in the endometrium at the time of
implantation, indicating a decrease of metabolic stress defence in the aging uterus. We suppose that a
modified GLO1 expression can be one mediating factor regarding the age-related decline in pregnancy
rate. Further research is needed to expand analysis of AGEs–GLO1 interactions on a molecular level
and the consequences for early embryo-maternal communication.
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